File. Supporting information of the study "Targeted knock-down of miR21 primary transcripts using snoMEN vectors induces apoptosis in human cancer cell lines". miR21 knock-down by snoMEN vector targeted to miR21 precursor sequence (Figures A-D) .
qRT-PCR was performed to identify miR21 precursor molecules using miR21 precursor specific primers (pre-miR21). Following cDNA synthesis, qPCR was performed using matured miR21 specific primers and universal primers provided by the PerfeCta SYBR Green qPCR kit (Quanta Biosciences, see also methods) (Matured-miR21). U3 snoRNA was used as a control. Graph depicts mean and standard deviation from a minimum of 5 independent experiments.
E Fig. Validation of snoMEN expression by Fluorescence In Situ Hybridisation (FISH)
analysis. Each snoMEN RNA was detected using a M box specific RNA probe labelled with Cy3 (Cy3). DNA is stained by DAPI (DAPI). Scale bar is 10 µm. Arrows show nucleoli. 
